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FEATURES             Location/Qualifiers
     source          1..9597
                     /organism="Simian immunodeficiency virus"
                     /proviral
                     /mol_type="genomic RNA"
                     /isolate="syk173/1.2"
                     /db_xref="taxon:11723"
                     /cell_line="CEMx174"
     repeat_region   1..602
                     /rpt_type=long_terminal_repeat
     gene            795..2459
                     /gene="gag"
     CDS             795..2459
                     /gene="gag"
                     /note="core protein"
                     /codon_start=1
                     /product="gag protein"
                     /protein_id="AAA74706.1"
                     /translation="MGAAGSAILTGRELDRYEKIRLRPKGKKRYLVRHLVWAKKELDR
                     FGLSDQLMESKEGCEKILTVLLPLEANGSENLKSLFGIISVVWAVHAKKEVEDTEQAK
                     QKVKEACNWKDDPPATSGGQSENSSQNMASETSSGQKVVQQEKQKAATPPPRGNYPLL
                     RNPQNQWIHTGVPVRTLKTWVEAVNSKKFDASIVPLFQALTEGFIPYDLNGMLNAVGD
                     HQGAMQVIKDIINEEGAAWDLEHPQPQQPAPQAGLRDPSASDIAGTTSSIAEQIEWIT
                     RQNNPVQVGEIYRRWIILGLQKCVQVYNPVSILDIKQGPKEIFKDYVDRFYHCLRAEQ
                     ADPSVKGWLTQTLLIQNANPECRQILKAMVKPTLEEMLQACQGVGGPLHKAKLMAEAM
                     VMAQQSVNMVQGPSKGRSMIKCYNCGQIGHMQKDCKKPLKAKCFNCGKTGHLARACRQ
                     PKRNQGPPVAQANFLGKGWGVSRRPPANFPVRSEPSAPPLEDIEDGPWLTWSAQMSQQ
                     AQAKAQNSPSKKPPTNREVLSPKESSGKEETKSLYPSLSSLFGEDQ"
     gene            2198..5293
                     /gene="pol"
     CDS             2198..5293
                     /gene="pol"
                     /codon_start=1
                     /product="pol protein"
                     /protein_id="AAA74707.1"
                     /translation="MGGLQEAPSQLPSEERAICSPSGGHRRWAMAHMVSTDEPTSTSE
                     GTELSLEETPHQQGSALAEGEQWEGGDQESLSLSQLSLWRRPMIEVDVEGDLVQMLVD
                     TGADDTIIREEDIQLHQPWSPKIVGGLGGNITVRQYRNIRFTVVKPSGKRKQVEGTLL
                     VGPTPVNILGRNILTKLGVKLVMVQTALEPVKVSLKPDKELPRLKQWPLSVEKLEALK
                     AIVEDMLKAGQLEKASPTNPYNTPVFVIRKKDKKKWRMLIDFRKLNEATQDFFEVQLG
                     IPHPGGLKRQKLTIIDLKDAYYSVPLDKEFRPYTAFTVPSINNASPGERYQFTVLPQG
                     WKGSPTIFQSTINQILQPFRKKYSDLTLIQYMDDLLIGTDRSEKAHQEIVQQIVTALL
                     KVGFKVPKEKWQDQYPMQWLGYTLHPDKWQLQKIELPNIDDEITVNQLQKLIGVLNWA
                     SQIYSGIKTKELCKCIRGTKQLTEVLTLTEAAEAELEENRQILKEEQAGSYYDPKKPL
                     EAHITKLGSQQWGYMIKQEQKGPPLITGKTAKTFAAHSNDYQSLAQLLNKIGIQSLWY
                     WGKVPTFHLPVKREEWEKWWTDYWQATWVPEVKFISTPPLVRWYYNLVPEPIPEAVTF
                     YVDGAANRDSKTGNAGYVASDGTQRVQYLEQTTNQQAELEGLLMALQDSKDKVNIVVD
                     SQYSYGILMTCPTNTEHPIVEQIIQEAIKKEAIYVTWVPAHKGIGGNEAVDKLVSKGI
                     RKILFLERIPQAQEDHERYHSNMEYLRQEFHLPRQVAKAIIQQCPKCQNRGEPKHGQV
                     DVDIYNWQMDCTHEEGKVICVAVNTASGYIETKILKRETGDETALFLMQIASRWPIKQ
                     IHTDNGPNFVSDKFKAACWWCGIEHTTGIPYNPQSQGIVESKNRYLKEAISQIRDDVT
                     HLQTAVAMATFILNFKRKGGIGGISPGERYINMLYTELQLQQNTTSPKFSNFRVYYRQ
                     GKNEWKGPARLLWKGEGAVVVQTEEGDIFAVPRRKAKIITDHGERMDSGSHVENDPKT
                     D"
     gene            5238..5903
                     /gene="vif"
     CDS             5238..5903
                     /gene="vif"
                     /codon_start=1
                     /product="viral infectivity factor"
                     /protein_id="AAA74708.1"
                     /translation="MEKEWIVVPTWRMTPRQIDRLQHIIKTHKYKSKELEKATYKHHY
                     QIEWQWYTYCQWTIPVGDGTIWITFYHNLAPERGWLHMQGIRIQYQWNQWNTDLTPAV
                     ADRLIHNFYFPCFTARAVNQAVRGELLTSHCWTPHTDQVPSLQYLALQVYLKDGGGFL
                     QSLPACARNTMVLHSKKCRVDPKRDQCHCKGRTGSDRSIQAFYSSRNIWSLESILKRR
                     GRD"
     gene            5701..6042
                     /gene="vpr"
     CDS             5701..6042
                     /gene="vpr"
                     /codon_start=1
                     /product="vpr protein"
                     /protein_id="AAA74709.1"
                     /translation="MAEAFFNPSQHVQGTPWFFIPRNVELTPNVINVTVKAELVVTEA
                     SKHFTPQEIYGVWNQSLNEEAGTDSPTMAWERTMLDMVRALNLMLFEHFAAGCPQRTR
                     YARHRGYPHPS"
     gene            5988..8719
                     /gene="tat"
     CDS             join(5988..6213,8352..8524)
                     /gene="tat"
                     /note="positive regulator"
                     /codon_start=1
                     /product="truncated tat protein"
                     /protein_id="AAA74710.2"
                     /translation="MSSTDQICQTQRVPPSFLEGTFLEKGPPTPCNKCFCKNCCYHCQ
                     LCFLQKGLGITYARPRKRAARSISEDDSAPTEPYPGPEGPRQTRRRRRRQWRQRRTQR
                     LYLQQRIFEAIFGSRTAALEDSLQQLQISD"
     gene            6154..8719
                     /gene="rev"
     CDS             join(6154..6214,8352..8524)
                     /gene="rev"
                     /note="differential regulator"
                     /codon_start=1
                     /product="truncated rev protein"
                     /protein_id="AAA74711.2"
                     /translation="MPDQGSEQLAVFLRMIAHLQEPYPGPEGPRQTRRRRRRQWRQRR
                     TQRLYLQQRIFEAIFGSRTAALEDSLQQLQISD"
     gene            6225..8723
                     /gene="env"
     CDS             6225..8723
                     /gene="env"
                     /codon_start=1
                     /product="envelope protein"
                     /protein_id="AAA74712.1"
                     /translation="MAAFRTYIVCLFSLISLGFMEKQQYVTVFYGIPHWEDAYAPLFC
                     TTSHKGGWATKNCVPSADQIEVRVNITGEYFPAWNSSHMIRQQILEDMSALFLQANRP
                     CVKLAPMCIRMLCTLDNSPATSTPTTSPPTTPPNETWWGDNSTEPRFNCSFNLTGGFK
                     DKKQQYRAFFYKDDLMKEEGNSSYYYLLHCNTSVISAACEKQTFQPFPIQYCAPPGYS
                     LLKCNDTNFEGDDVCTNVTAVSCTQEFNTLASTWFQLNGTYKAKDKVRFIKQKDKNES
                     VIILVPEALRLQIICERPGNESIKNIQLAAGYFLPVIQGKLKTGRDAKRAFCRVTGNW
                     TEFFKQVHEQATKTWKNVTNTTWRSQPGGDLEVRTHWFQCGGEFFYCNVSKLFANITN
                     GNASKNNYASNLRLSCAIRQIINDWRYVRKLIYLPPTAGHIKCTSNVTAVLTDIEYYP
                     GSTLNFTPTANVEDVWRADLFNYKLIQIKPIGFAPTDQRRYELPNTREKRAAPLALGF
                     LGLLSAAGTAMGGAATALTLQSQTLLAGIVQQQQKLLEAVEAQQHLLGLTVWGVKNLN
                     ARLTALETYLRDQAILSNWGCAFKQICHTAVTWEKACGNNSNFCPKPQWKNMTWHRWE
                     QEVDNLTDHIDGLLREAQEQQERNVHDLTKLQEWDSLWSWFDLSKWFFYLKIGFYVIG
                     ALVLLRLVSFSVGIIKNLLGGYVPILQNPTQGRKDPGKPADEEEGSGDREGLNVSTFS
                     RESLRQSLEAGQQLWRTVCSSFRSLIRQLTITWGFISYGFNELKIAAASLGREIRDWV
                     AAIWQAIYAATRRVVEAVAALPRRLRQGLEIYLN"
     gene            8557..9279
                     /gene="nef"
     CDS             8557..9279
                     /gene="nef"
                     /note="negative regulator; label: nef"
                     /codon_start=1
                     /product="nef protein"
                     /protein_id="AAA74713.1"
                     /translation="MGSTSSKSQQLRSEGKYAIGWRLFGKQYTPLPDELSRPLQPCRG
                     GFDKAWRSTLTEPIDPHGPDRDWGHSGGQKFSPGDIVQDEGDTGLVGFPVCPQTPLRT
                     LTYKLAIDLSHFIKNKGGLQGMNYCEKRDEILHLYLQNEHGIIDRINYTSGPGTRYPL
                     IFGWLWELVPNEIEGCLEYEEHTLLLHPASGQGSSSMGEPHVELQPPPGYTPGWEMAR
                     LQLERQTGKPQELQSALSKNIS"
     repeat_region   8918..9597
                     /note="label: LTR3'"
                     /rpt_type=long_terminal_repeat
ORIGIN      
        1 aggaacccgg tacccgttaa tctttggatg gttatgggaa ctagttccaa atgagataga
       61 gggatgcttg gagtatgagg agaatacact cctcctccat ccagcctctg ggacagggga
      121 gttcgaacat ggggagaacc tcatgtggaa cttcaacccc cacctggcct atacaccagg
      181 ctgggagatg gcccgcttgc agttagagag acaaacagga aaaccacaag agctgcagtc
      241 agcacttagt aagaacatct cctaggagac tccatggtga caagctcggc ccaggggagg
      301 gacctgggcg ggggaaggct caccctgctg cataaaagcc gatgctctgt agctatccgc
      361 ggagttgcaa ctagctctct ccagcggcct gggagccctg agagactggt agagcggccc
      421 gggagccctt gccagtaaag gctagtgagg tccgggtttg gccgcccggt cttcggcagc
      481 tctccgttgc ttgctttgct tacgctgatc agcccaaata aagtgtggta aacgcaagta
      541 acgtctgctc tcatctgttc tgctgggtca cctcccgaag gtgctcaggg agcgcgcctt
      601 cagtggcgcc gaacagggac ttgactaggc cagggacccg agaggaggtg acgccagtca
      661 aagggagtcc ggatccaaga gggatcggct gtccgtccta ggccgaccgg tgctggtggc
      721 tcgtggtgta cacacgagac gaggtaagtg atccagcgcc agactgccca cagcagtcgg
      781 ggaaataggg gaccatggga gcagcggggt cggcaatatt aacaggtaga gagctagaca
      841 gatatgagaa aattcggctc cgaccgaaag ggaagaagcg ctacctagtt cgacatttag
      901 tttgggcaaa gaaggagttg gacagattcg gcctttcgga ccaactcatg gagtctaaag
      961 aaggctgtga aaaaattctc acagtcctac ttccattaga agctaatggg tcagaaaatt
     1021 taaaaagcct ttttggcata atttcggtcg tatgggccgt tcatgccaaa aaggaagtag
     1081 aagacactga gcaagcaaaa cagaaagtaa aagaagcatg taattggaaa gatgacccac
     1141 cagcgacatc tggtggacaa agtgaaaata gcagtcaaaa catggctagt gagacatcta
     1201 gtggccaaaa ggtagtacag caggaaaaac aaaaggcagc aacaccgcca cctagaggaa
     1261 actatccact gctcagaaat cctcaaaatc agtggattca tacaggagtc ccagttagga
     1321 ctctaaaaac atgggtggag gctgtgaact ccaaaaaatt tgatgcatcc atagtgccat
     1381 tatttcaggc tctaacagaa ggatttattc cttatgatct caatggcatg cttaatgctg
     1441 taggagatca tcagggagcc atgcaggtaa ttaaagacat catcaatgag gaaggggcgg
     1501 catgggatct tgaacatccc caaccgcaac aacctgctcc acaagcagga ttgagggatc
     1561 cctccgcctc agacatagca ggaacaacaa gctcaattgc tgagcaaata gaatggatta
     1621 ctaggcagaa caacccagta caagtaggag aaatatatag aagatggatc attctagggc
     1681 tgcagaagtg tgtgcaggtc tacaaccctg tttctatctt agacataaaa cagggcccaa
     1741 aagaaatttt caaagactat gtagacagat tctaccattg cttaagagca gagcaggcgg
     1801 acccatcagt caaagggtgg ctaactcaaa cactgttgat tcaaaatgcc aacccagaat
     1861 gcagacagat cctcaaggca atggtcaaac ctaccttgga ggaaatgctg caagcttgtc
     1921 aaggagtcgg aggaccctta cacaaggcaa aactcatggc agaggccatg gtaatggccc
     1981 agcagtcagt aaatatggta caagggccat caaaagggag atcaatgatt aaatgctaca
     2041 attgtgggca aattgggcac atgcaaaaag actgcaaaaa gccacttaaa gctaaatgct
     2101 ttaattgtgg aaaaacagga cacctagcaa gggcctgtag gcaacccaag agaaatcaag
     2161 gccctccagt tgcacaggct aattttttag ggaaaggatg gggggtctcc aggaggcccc
     2221 cagccaactt cccagtgagg agcgagccat ctgctccccc tctggaggac atcgaagatg
     2281 ggccatggct cacatggtca gcacagatga gccaacaagc acaagcgaag gcacagaact
     2341 ctccctcgaa gaaacccccc accaacaggg aagtgctctc gccgaaggag agcagtggga
     2401 aggaggagac caagagtctc tatccctctc tcagctctct ctttggagaa gaccaatgat
     2461 agaagtagat gtagaaggtg acctggtgca aatgttagta gatacagggg cagatgatac
     2521 tataattaga gaagaagata ttcaattaca ccaaccatgg tcaccaaaaa tagtaggagg
     2581 attaggagga aacattacag ttaggcaata tagaaatatt agattcactg ttgttaaacc
     2641 ctcaggaaaa agaaagcaag tagaggggac tcttttagtg ggtcctacgc cagtaaatat
     2701 attaggaagg aatatactta ccaaattggg agtcaaatta gtaatggttc aaacagcatt
     2761 agagccagtc aaagtaagtc tgaaaccaga caaagaattg ccccggctaa aacaatggcc
     2821 attatcggta gagaaattag aggccctcaa ggcaatagta gaagacatgc tcaaggcagg
     2881 acaattggag aaagctagtc ctaccaatcc ttataatacc ccagtatttg taattaggaa
     2941 aaaggacaaa aagaaatgga ggatgctcat tgattttaga aaattaaatg aggccacaca
     3001 agattttttc gaggtacaat tgggaatacc ccacccagga ggactaaaac ggcaaaaact
     3061 aacaattata gatttaaaag atgcatatta ctcagtcccc ctggacaaag agtttaggcc
     3121 atacacggca tttacagtgc caagcataaa taatgcctcc ccgggagaaa gatatcaatt
     3181 tacagtgtta ccacagggat ggaaaggatc tcccactatc ttccaaagca caataaatca
     3241 gatactacag ccatttagaa agaagtattc agatctcact ctaatacagt acatggatga
     3301 cttattgatt ggcactgata gatcagagaa ggcacatcag gagatagtac aacaaatagt
     3361 gacagcacta ttaaaagtgg gatttaaggt cccaaaagaa aaatggcagg accaatatcc
     3421 aatgcagtgg ttaggttaca ctcttcatcc agacaagtgg cagttgcaga aaatagaact
     3481 ccctaatata gatgacgaaa tcacagtgaa tcagttacag aaattgatag gagtacttaa
     3541 ttgggcaagc cagatttatt caggaattaa gacaaaagag ctctgtaagt gtatcagagg
     3601 aactaaacaa ttaacagaag tactcacact tacagaagca gctgaggcag aattagaaga
     3661 gaatagacaa atcttaaagg aagaacaggc agggtcttat tatgacccta aaaaaccttt
     3721 agaagcacac atcactaaac tagggtccca gcaatgggga tacatgatta agcaagagca
     3781 aaaaggccca cccctaataa caggaaagac agcaaaaacc tttgcagcac atagtaatga
     3841 ctatcaatct cttgctcaat tgttaaataa aatagggatc caatcactat ggtattgggg
     3901 aaaggtacca acattccatc tcccagtaaa aagagaggaa tgggaaaaat ggtggacaga
     3961 ctattggcaa gccacatggg taccagaagt caaattcata agtaccccgc cattggttag
     4021 gtggtactat aacttggtac cagaacccat accagaagca gtaaccttct acgtagatgg
     4081 agcagctaat agagacagca agacaggaaa tgcaggatat gtagcaagtg atgggacaca
     4141 gagagtacag tatctggagc aaacaacaaa ccaacaggca gaattagagg gcttgctcat
     4201 ggcattgcag gactcaaaag acaaagtaaa tatagtagta gattcacaat actcttatgg
     4261 cattcttatg acatgcccca ctaacacaga acacccaata gtggagcaga taatacaaga
     4321 ggccataaaa aaggaagcca tatatgtgac atgggtccca gcccataaag gaataggagg
     4381 aaatgaagct gttgataaac tagtcagtaa aggaataaga aaaatcctat tcctagaaag
     4441 aattccccaa gcacaggaag atcatgaaag gtaccactca aatatggagt atcttaggca
     4501 ggagtttcat ctaccccgac aggtagcaaa agcaattata caacaatgtc caaaatgtca
     4561 aaatagagga gaaccaaaac atgggcaagt agatgtagat atatataatt ggcagatgga
     4621 ctgtactcat gaggaaggca aagtaatctg tgtagcagta aacacagcta gtggatatat
     4681 agaaaccaag atcttaaaaa gggaaacggg ggatgaaaca gcattgtttc tcatgcaaat
     4741 agccagtaga tggccaataa aacagataca cactgataat ggaccaaact ttgtcagtga
     4801 caagttcaaa gcagcatgtt ggtggtgtgg catagaacac actacaggta ttccatacaa
     4861 cccacaaagc cagggaatag tagagtccaa aaataggtat ttaaaagaag ctatctcaca
     4921 aattagagac gacgtcacac atttgcaaac agcagtggca atggcaacct tcatcttaaa
     4981 ttttaaaaga aagggaggaa taggggggat atcaccagga gaaaggtaca ttaatatgct
     5041 atatacagaa ctacaattac aacaaaatac aacatcacca aaattttcga attttagggt
     5101 ttactaccgc caggggaaga acgagtggaa gggaccagct cgtctacttt ggaaaggtga
     5161 aggtgcagta gtggtgcaaa cagaggaggg agacattttt gcagtaccaa gaagaaaggc
     5221 aaaaataatt acagaccatg gagaaagaat ggatagtggt tcccacgtgg agaatgaccc
     5281 caagacagat tgatagattg cagcatataa taaaaacaca taagtataaa agcaaagaat
     5341 tggagaaagc cacatataaa catcactacc aaatagaatg gcaatggtac acttattgcc
     5401 aatggacaat accagtagga gatggaacta tatggatcac gttctatcac aatttggccc
     5461 cagaaagagg atggttacat atgcagggaa ttaggattca ataccaatgg aaccagtgga
     5521 acactgactt aacaccagca gtagcagacc gccttataca taatttttat ttcccttgct
     5581 ttacagcaag agcggtcaac caggcagtca gaggggaact attgacatca cactgctgga
     5641 ccccacatac tgaccaggta ccctcacttc agtatttagc attacaagtg tacctaaaag
     5701 atggcggagg ctttcttcaa tccctcccag catgtgcaag gaacaccatg gttcttcatt
     5761 ccaagaaatg tagagttgac cccaaacgtg atcaatgtca ctgtaaaggc agaactggta
     5821 gtgacagaag catccaagca ttttactcct caagaaatat atggagtttg gaatcaatcc
     5881 ttaaacgaag aggcagggac tgattccccg acaatggctt gggaaagaac catgttggac
     5941 atggtaagag cactcaatct tatgctcttt gaacattttg ctgcaggatg tcctcaacgg
     6001 accagatatg ccagacacag agggtacccc catccttctt agaaggaaca ttcctagaga
     6061 aaggaccacc aacaccatgt aataaatgct tttgcaaaaa ctgttgctat cattgccagc
     6121 tttgtttcct tcaaaaggga ttgggaatca cttatgccag accaaggaag cgagcagctc
     6181 gcagtatttc tgaggatgat agcgcaccta cagggtaagt aaaaatggca gcttttagaa
     6241 cttacatagt ttgtcttttt agcttaataa gtttaggatt tatggaaaaa caacaatatg
     6301 taacagtatt ttatgggata ccacattggg aagatgcata tgcacctctc ttttgtacca
     6361 cctcccataa aggaggatgg gctactaaga attgtgtgcc gtcagcagat caaatagaag
     6421 taagggtcaa cattacagga gaatactttc cagcatggaa tagcagtcac atgataaggc
     6481 agcaaatatt agaggacatg tcagctttat tcttgcaagc caatagaccc tgtgtgaagc
     6541 tagcacccat gtgtattagg atgttgtgta cattggacaa cagccctgct acaagtaccc
     6601 ctactacaag tccccctact acacctccaa atgaaacgtg gtggggagac aacagtacag
     6661 agccaagatt caattgctct tttaacttga caggggggtt caaggataaa aaacagcaat
     6721 atagagcttt cttctataag gatgacttga tgaaagagga aggcaatagt agctattatt
     6781 acctgttaca ttgtaataca agtgttatat ccgcagcatg tgagaaacag acctttcaac
     6841 cctttccgat tcaatactgt gctccaccgg gttactcatt gttgaaatgc aatgatacaa
     6901 attttgaagg agacgatgtc tgtacaaatg taactgcagt atcatgcaca caggaattca
     6961 atacattggc tagcacatgg ttccaactga atgggaccta caaagcaaaa gataaagtta
     7021 gatttatcaa acaaaaggat aaaaatgagt cagtaattat tttagttcca gaagcactta
     7081 gattgcagat tatatgtgaa agaccaggaa atgagtctat caaaaatatt caattggctg
     7141 caggctattt cctcccagta atacaaggga aattgaaaac cgggagggac gcaaaacgtg
     7201 ccttctgtcg agtaacagga aattggacag aattttttaa gcaggtacat gaacaggcca
     7261 cgaaaacctg gaaaaatgta accaacacca catggaggtc ccagccaggg ggagatctag
     7321 aggtacgaac acattggttc caatgtgggg gagagttctt ctactgtaat gtatctaagc
     7381 tctttgctaa cattacgaat ggaaacgcaa gtaagaataa ttatgccagt aaccttcgtc
     7441 tgtcatgtgc cattcgccaa ataattaatg attggagata tgtaagaaaa ttgatatacc
     7501 tgccccctac ggcagggcat attaaatgta cttccaatgt cactgcagta ttgacggaca
     7561 tagaatacta cccaggatct acgttgaact ttactccaac agcaaatgtg gaggatgttt
     7621 ggagagcaga tctgttcaat tataaattga ttcaaattaa accaattggc tttgcgccca
     7681 ctgatcaacg tcggtatgag ttgcctaata ccagggaaaa aagggcagca ccattggcac
     7741 ttgggttcct gggattactc tcggctgcgg gcactgcaat ggggggcgct gcgacagcgc
     7801 taacactcca gtctcagact ttgttggctg ggatagtgca gcagcagcaa aagttgctgg
     7861 aggcagttga ggcacagcaa cacctcttag gcttaactgt ctggggtgtc aaaaacctta
     7921 acgcccggct cacagcttta gagacgtatc tcagagacca ggccatcttg tcaaattggg
     7981 gatgcgcatt caagcagatc tgccatacag cagtgacgtg ggagaaagca tgtggaaaca
     8041 actccaactt ctgtcccaaa ccacagtgga aaaatatgac atggcacaga tgggaacaag
     8101 aggtagacaa tttgactgac catattgatg gattgctcag agaagcacaa gaacaacagg
     8161 agagaaatgt gcatgatcta acaaagttac aggaatggga ctcgttgtgg agctggtttg
     8221 acttgtcgaa atggttcttt tatctaaaga taggatttta tgtaatagga gctttagtgc
     8281 ttttaaggct agttagtttt agtgtaggaa tcataaagaa tttgttggga ggctatgttc
     8341 ctattttgca gaaccctacc cagggccgga aggacccagg caaacccgca gacgaagaag
     8401 aaggcagtgg agacagagaa ggactcaacg tctctacctt cagcagagaa tctttgaggc
     8461 aatctttgga agcaggacag cagctttgga ggacagtctg cagcagcttc agatctctga
     8521 ttagacagct tactatcacc tggggattca tcagctatgg gttcaacgag ctcaaaatcg
     8581 cagcagcttc gctcggaagg gaaatacgcg attgggtggc ggctatttgg caagcaatat
     8641 acgccgctac cagacgagtt gtcgaggccg ttgcagcctt gccgcggagg cttcgacaag
     8701 gcttggagat ctaccttaac tgagcccatt gacccacacg ggccggacag agactgggga
     8761 cattcgggag gacaaaaatt ctcacctgga gatatagtgc aggatgaagg agacacaggt
     8821 ctcgtaggtt tccctgtgtg tcctcaaaca ccactcagaa cattaaccta caaattggca
     8881 atagacctct ctcattttat aaaaaacaag ggaggactgc agggcatgaa ttattgtgaa
     8941 aagagagatg aaattcttca tctctaccta cagaatgagc atggaatcat agacaggatc
     9001 aattacacct cagggccagg aacccggtac ccgttaatct ttggatggtt atgggaacta
     9061 gttccaaatg agatagaggg atgcttggag tatgaggagc atacactcct cctccatcca
     9121 gcctctggac aggggagttc gagcatggga gaacctcatg tggaacttca acccccacct
     9181 ggctatacac caggttggga gatggcccgc ttgcagttag agagacaaac aggaaaacca
     9241 caagagctgc agtcagcact tagtaagaac atctcctagg agactccatg gtgacaagct
     9301 cggcccaggg gaggagcctg ggcgggggaa ggctcaccct actgcataaa agccgatgct
     9361 ctgtagctat ccgcggagtt gcaactagct ctctccagcg gcctgggagc cctgagagac
     9421 tggtagagcg gcccgggagc ccttgccagt aaaggctagt gaggtccggg tttggccgcc
     9481 cggtcttcgg cagctctccg ttgcttgctt tgcttacgct gatcagccca aataaagtgt
     9541 ggtaaacgca agtaacgtct gctctcatct gttctgctgg gtcacctccc gaaggtg
//